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# samples expressing : 42

Atypical : #=19 —> 26 %
Classical : #=4 —> 12 %

Basal :#=14 —> 17 %

# samples expressing : 0

# samples expressing : 23

Atypical : #=23 —> 31 %

# samples expressing : 4

Atypical : #=2 -> 3%
Classical : #=1 > 3%

# samples expressing : 19
Atypical : #=8 —> 11 %

Basal:#=4 -> 5%

# samples expressing : 37
Atypical : #=14 —> 19%

Basal:#=7 —> 8%
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# samples expressing : 35
Atypical : # =27 —> 36 %

Basal :#=2 > 2%

# samples expressing : 66
Atypical : #=47 —> 64 %

Basal :#=7 -> 8%

# samples expressing : 0

# samples expressing : 0

# samples expressing : 36

Atypical : #=14 —> 19 %
Classical : #=14 —> 44 %

Basal:#=5 -> 6 %

# samples expressing : 60

Atypical : #=8 —> 11 %
Classical : #=2 —> 6 %

Basal:#=4 —=> 5%
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# samples expressing : 18

# samples expressing : 9
Atypical : #=2 -> 3%

Basal :#=1 -> 1%

# samples expressing : 37

Atypical : #=9 —> 12 %
Classical : #=4 —> 12 %

Basal:#=8 -> 10 %

# samples expressing : 2

# samples expressing : 0

# samples expressing : 25

Atypical : #=5 —> 7%
Classical : #=6 —> 19%

Basal:#=1 > 1%
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# samples expressing : 2

Basal :#=2 > 2%

# samples expressing : 101

Atypical : #=11 —> 15%
Classical : #=7 —> 22 %

Basal : #=73 —> 87 %

# samples expressing : 89
Classical : #=2 —> 6 %

Basal : #=51 —> 61 %

# samples expressing : 25

Basal : #=13 —> 15%

# samples expressing : 0

# samples expressing : 25

Classical : #=5 -> 16 %
Basal : #=20 —> 24 %



15
1.0
0.5
0.0
-0.5
-1.0

# samples expressing : 10

Atypical : #=1 —> 1%
Classical : #=1 —> 3%

Basal :#=6 —> 7%
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Spot homogeneity map

B Qverexpressed, homogenous
Overexpressed, heterogenous

O Not differentially expressed
Underexpressed, heterogenous

® Underexpressed, homogenous
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< #spots >

B Atypical (1.9)

M Classical (1.8)
Mesenchymal (1.9)

B Basal (1.5)
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Spot Association
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%Significant Genesets

BP

MF

CC

Chr

H.Tiss

Pathw Act
Cancer
Disease

TF

Lymphoma
MMML CGS
Glio

GSEA C2
mMiRNA 3UTR
MIRNA target
MIRNA target starBase
TF Tissue
MiRNA Disease
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